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Abstract

The symptoms of bacterial leaf spot and blight aioo (Allium cepal.) plants were observed in Fars (Eghlid) and Kaershah
(Bistoun) provinces with the rate of occurrenceyiray from 90 to 100% of the plants. In order tolasion and identification of the causal
agent, suspicious samples were collected from tiedefields. By culturing the samples on nutrierdragiedium, 30 bacterial isolates were
obtained. Pathogenicity test of the isolateg\ium spp. was performed and their pathogenicity wasggt@n onion, spring onion and leek.
The isolates showed an identical total cell solyiletein pattern in SDS-PAGE. The isolates werelamto Pseudomonas syringae.
porri based on phenotypic characteristics such as ptiodusf fluorescent pigment in KB medium, LOPATt&gsand utilization of different
carbon sources. Genomic profiles generated with BX@R placed the isolates into one groups. The tesil the amplification and
sequencing of the 16S rRNAyrB, andrpoD genes showed that the isolates belonB.teyringaepv. porri. This is the first report of the
presence of th®. syringaepv. porri in Kermanshah province. Management of the diseasens to be necessary to prevent the disease
epidemy.
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Table 1. Geographical location and name of the isolates
obtained from bacterial leaf spot and blight of enio Fars and
Kermanshah provinces of Iran.

Name of isolates Location  Host

YMAOF1, YMAoOF2, YMAoOF3, YMAOF4, Fars
YMAOoF5, YMAoOF6, YMAoOF7, YMAOFS, province
YMAOF9, YMAoF10, YMAOF11, YMAOF12, (Eghlid)  Onion
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YMAo0oK1, YMA0OK2, YMA0OK3, YMA0OK4, Kermanshah
YMAOoKS5, YMA0oKG6, YMAOK7, YMAOKS, province
YMAo0K9, YMA0K10, YMAoK11, YMAoK12 (Bisetoun)
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Table 2. Phenotypic chracacteristics of isolates obtaimeoh f
bacterial leaf spot and blight of onion in Fars afermanshah
provinces of Iran.

Reaction of Test Reaction of Test
strains strains
Sorbitol Gram reaction
Lactose KOH 3%
D(+)-glucose ) Oxidative/Fermenta
tive

D-galactose _ Oxidase
Maltose HR
D-(-)-tartrate Levan formation
Sucrose Catalase
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Fig. 1.Leaf spot and blight bacteria of onion caused®bgudomonas syringa. porri. (a) Leaf spot and blight bacteria of onion in
the field (b) Symptoms caused after inoculatioornion leaves (c) Control plant inoculation withrgeedistilled water.
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FigT2. SDS-PAGE analysis of cell soluble proteins fromoornstrains from Fars and Kermanshah provinces.
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9+0, " = $6 Nog1, 1994)
k@# $Q "Q( QQ?B# & )0B ?)1
Q )&&4 "@) 1pseudomona$ Q B&
Q? % &Q |PHM6  B& & c&d?

(Weingart and Volksch 1997; Littket al,.1998; Joanet%)

al., 2007; Marquegt al., 2008; Gasi et al, 2012; Kaluznaet
2010; Cepni and Gurel 2012; Abbasi al, 2013; al.,

Meshtkaret al.,2016)

BOX-PCR=

YMAoFl YMAoF6 YMAoF17 YMAoKI1 YMAoKS

3000bp

1000bp

"Q2BQ?/ Q Q6 ?)QbNA ?),h 9+0, $¥ :
GQ Q5&Q1 Q?9Q%Q 146 &&( 0&F) $
MOX-PCR= +, ?2%(
Fig. 3. Banding patterns obtained from amplified DNA

fragments by BOX-PCR for bacterial strains caudesaf spot and
blight of onion in Fars and Kermanshah provincekaof.
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Fig. 4. Neighbor-joining tree based on the 16S rRNA secggrshowing the relationships between the repetsenisolates from Iran
() and other isolates registered in the Gene BagrkeRtage bootstrap is indicated on the interaidires (replicates).

0&F) $ "2BP?/AMAOF17 YMAOK87-d&? "6 GYRB RPOD 5h B#G $ C ,h) 9F% R :
"61 pu# = 5hk, % 9 "6 $6 5%6 +?8( G 5& 1 PD%" 14 66%&(
N ?LLL* & " % "YJF 6# M %30, Hh Z+, PW% 9]*% / MEGA7"?,$
Fig. 5.Neighbor-joining tree based opoD andgyrBgene sequences, showing the relationships betlearpresentative isolates
from Iran () and other isolates registered in the Gene Basicdhtage bootstrap is indicated
on the internal branches (replicates).
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